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ABSTRACT 

 Data deficiency remains a conservation barrier for many organismal groups, with 

declines in biodiversity and ecosystem health predicted to continue. The historical focus toward 

groups generally considered to be more charismatic has ultimately led to a lack of data available 

for assessing extinction risk in lesser-known taxa, and we lack baseline taxonomic knowledge 

across many ecosystems. Fungi are just one example of an understudied speciose group that has 

more recently been gaining conservation attention. While efforts to digitize natural history 

collections continue to increase our overall understanding of biodiversity, this cannot directly 

address underlying sampling biases that skew organismal representation across physical 

collections. Additionally, many digitized collections accessed for conservation-related research 

are skeletal records that do not include latitude and longitude values to reflect where the 

specimen was collected from. To address some of these gaps in baseline taxonomic knowledge 

and physical collections holdings, 360 unidentified lichen specimens from an incomplete 

biodiversity inventory of Washington’s Palouse Prairie were identified to species. Digitized 

herbarium records were also analyzed to compare against current identifications., as well as to 

synthesize historical information for Palouse lichens into a referenceable document. The 

digitization of newly identified collections and submission to multiple herbaria increases the 

representation of dryland ecosystems in the northwestern U.S. and provides data for use in both 

local and state conservation efforts. To contribute to resolving gaps in digital collections, the 

capabilities of Large Language Models (LLMs) in geocoding from locality strings held in digital 

occurrence data were tested to gain insight on the potential use of such tools to help with 

georeferencing tasks. It was found for the current combination of prompts and LLMs that model 
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selection greatly influenced the accuracy of an LLM to choose coordinates based on 500 GBIF 

locality strings, but that the specific prompt given made no difference. It was additionally found 

that when asked to perform this geocoding task when disconnected from the internet, the chain-

of-reasoning reflected actions that would not be possible without an internet connection. Overall, 

this work adds to ongoing efforts that address data deficiencies related to natural history 

collections and our knowledge of biodiversity. 
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INTRODUCTION: DATA DEFICIENCY LIMITS CONSERVATION EFFORTS 

 Data deficiency remains a conservation barrier for many organismal groups, with 

declines in biodiversity and ecosystem health predicted to continue (Bland et al. 

2016, Raimondo et al. 2022). The historical focus toward organisms generally 

considered to be more charismatic has ultimately led to a lack of data available for 

lesser-known taxa, often preventing the inclusion of many groups in conservation 

efforts (Edgar 2024, Hochkirch et al. 2023, Woinarski et al. 2021). Extensive action 

to digitize natural history collections have leveraged somewhere close to 230 million 

digital records out of the 2.5 to 3 billion physical records estimated to exist (Ariño 

2010, Gosling et al. 2022, Johnson et al. 2023). Many of these collections are now 

available to a much wider audience, better enabling the use of their associated data to 

inform various fields of research (Martellos & Seggi 2024, McLean et al. 2016, 

White et al. 2024). Digital collections data have shown to be especially invaluable to 

our understanding of biodiversity and ecosystem structure in a rapidly changing 

world, as they are tied to physical specimens that represent different character states 

at geographic locations across time (Johnson et al. 2023). This differs from 

observational data uploaded to citizen science platforms in that a physical specimen 

is not typically sampled (Eckert et al. 2024), making the usefulness of the associated 

data dependent on the quality of documentation at the moment of observation 

(McMullin & Allen 2024). Additionally, a recent comparison between iNaturalist 

observations and herbarium records for Canadian vascular plants found herbarium 

records to be less taxonomically, phylogenetically, and functionally biased despite 
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there being three times as many iNaturalist observations in GBIF since the year 1900 

(Eckert et al. 2024). While both data sources are prone to misidentifications and 

biases, observational data based entirely on readily visible morphological features are 

more likely to include misidentifications for organisms with less apparent species 

delimitations that require additional analyses, such as microscopy (McMullin & 

Allen 2024, White et al. 2024). As many invertebrate groups known to have both 

high levels of diversity and frequent misidentifications fit in this category (i.e., 

insects, arachnids, bryophytes, algae, fungi), physical collections are important for 

reference as future research questions and taxonomic discrepancies arise (Cooke et 

al. 2014). 

 Once a housing institution creates a digital record from a physical specimen, this 

information is either stored in a local database, uploaded to a third-party data 

aggregator, or both (Hedrick et al. 2020). The decision of where to share these data 

outside of the holding institution, if at all, is important as this dictates which digital 

records are publicly accessible and to whom (Gosling et al. 2022, Johnson et al. 

2023). Integrated Digitized Biocollections (iDigBio) and the Global Biodiversity 

Initiative Facility (GBIF) are just two examples of third-party databases frequently 

accessed by researchers (Ariño 2010, McMullin & Allen 2022, White et al. 2024) to 

carry out conservation-related analyses. These most notably include tracking 

phenological shifts and predicting future distributions based on estimates of global 

change (Hedrick et al. 2020, Johnson et al. 2023). As these data are increasingly 

being used to support research surrounding species protection and our knowledge of 



3  

overall biodiversity, it is imperative that we continue to improve existing digital 

records while ethically building on existing physical collections (Gosling et al. 2022, 

Meineke & Daru 2021). Additionally, continuing to preserve the integrity of the 

physical specimens these digital data are representative of is also of great importance 

if we are to carry out future analyses and continue improving the quality of digital 

records (Hardisty et al. 2022, Miller et al. 2020). For example, the extraction of 

genetic material following the creation of a digital record can be added to this digital 

record at a later date as evidence of confidence in a given species identification that 

can be viewed by anyone with access to the record. It is important to note, however, 

that the extent to which a given institution is able to care for both physical and digital 

curation is largely dependent on available resources, such as funding and taxonomic 

expertise (Harris & Marsico 2017, Miller et al. 2020), and that any discussion of 

improving the quality of collections discussed here is not to negate the efforts of any 

institutions or individuals involved.
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CHAPTER I 

ADDRESSING GAPS IN PHYSICAL COLLECTIONS 

 Collections staff and volunteers continue to increase the types and amount of digital data 

available, though this cannot address the skewed representation of organismal groups found 

across physical collections (Hedrick et al. 2020, Hughes et al. 2021, Meineke & Daru 2021). 

Similarly, decisions to make natural history collections data more publicly available by sharing 

them to open-source databases are also unable to address this underlying gap (Johnson et al. 

2023). Sampling biases can be taxonomic, spatial, temporal, or trait-based and hold the potential 

to confound analyses supporting a wide variety of research (Davis et al. 2023, Meineke & Daru 

2021, Troudet et al. 2017). Even well-studied animal groups remain unsampled for somewhere 

around 90% of earth’s land surface based on available GBIF data, with nearly 80% of records 

being represented by only 10 countries and this representation being strongly connected to Gross 

Domestic Product (GDP) per capita (Hughes et al. 2021). 

Within larger geographic areas, forested ecosystems are associated with higher levels of 

biodiversity and so typically receive the most attention in regard to sampling efforts (Davis et al. 

2023, Hughes et al. 2021). While this is a logical sampling strategy to maximize the amount of 

biodiversity documented, it has in part contributed to there being fewer natural history 

collections representative of more arid ecosystems (Ball et al. 2024), prolonging biases that such 

environments are of less importance and even benefit from human impacts such as largescale 

agricultural conversion (Hoover et al. 2020). On the contrary, somewhere around 40% of humans 

depend on these dryland environments, which make up 40-45% of terrestrial land area on Earth 

(Hoover et al. 2020, Jain et al. 2024). Additionally, the perception that the size of a given 
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collection makes it more valuable negates foci on regional holdings (Lendemer et al. 2020, 

Monfils et al. 2020) that might be more informative for local conservation efforts. 

 These sampling biases are of great concern, as they frequently result in inaccurate or non-

existent distribution maps and frequent taxonomic revision (Hughes et al. 2021, Meineke & Daru 

2021, Paquette et al. 2023), both of which perpetuate the exclusion of many lesser-known taxa 

from conservation efforts (Christenhusz & Govaerts 2025, Mueller et al. 2022, Woinarski et al. 

2021). For example, information about the distribution of a given taxon is required to make a 

quantified assessment of extinction risk using either IUCN Red List (IUCN SSC 2012) or 

NatureServe methodologies (Faber-Langendoen et al. 2012). Adequate distribution knowledge is 

necessary to calculate Extent of Occurrence (EOO) and the Area of Occupancy (AOO) (IUCN 

SSC 2012, Paquette et al. 2023), and at least one of these values are required for a given taxon 

under assessment to avoid receiving either a Data Deficient (DD) status as per IUCN Red List 

criteria (IUCN SSC 2012) or an Unrankable (GU) status by NatureServe standards (Faber-

Langendoen et al. 2012). Any effort put into assessing taxa that end up with a DD or GU ranking 

is not for nothing, as these statuses highlight taxa needing prioritization for data collection and 

subsequent reassessment (Bland et al. 2017, Woinarski et al. 2021). Though important, these 

rankings rarely warrant conservation attention as resources to preserve biodiversity and 

ecosystem health are increasingly limited and are understandably more likely to be directed 

toward taxa we know for certain to be under current threat (Bland et al. 2017). 

 Similar to how a DD or GU ranking can help prioritize taxa in need of data collection and 

re-assessment, analyses of digital natural history collections data can help to identify organismal 

groups and geographies that are lacking in physical representation (Gosling et al. 2022), which 
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hold the potential to inform local and regional conservation efforts (Greve et al. 2016, Lienert et 

al. 2002). Opposite of how the amount of available digital collections data has increased in 

recent decades, the amount of biodiversity inventories to build on physical collections has 

declined (Hochkirch et al. 2020). While this is in part due to some organismal groups and 

localities being adequately represented by historical sampling, many taxonomic groups are still 

lacking in collections overall and there remains a need to responsibly increase the number of 

collections to both fill current data gaps and provide data representative of the current climate for 

future research to look back on (Johnson et al. 2023). Thus, the pressing need remains to 

complete surveys when resources and land access are ethically available if we are to address 

gaps witnessed within physical collections that go on to influence larger analyses and research 

objectives (Bland et al. 2017, Leavitt et al. 2021, Lõhmus & Lõhmus 2009). 

Fungi as a Data Deficient Taxonomic Group of Recent Conservation Focus 

 Fungi are just one example of a lesser-known organismal group that has started to gain 

conservation attention (Davoodian 2015, Mueller et al. 2022, Raimondo et al. 2022). Members of 

this kingdom are found across all terrestrial biomes, where they are known as important 

contributors to ecosystem function in a variety of ways (Allen & Lendemer 2015, Christenhusz 

& Govaerts 2025, IUCN 2025). However, it is estimated that only 6% of fungal taxa have been 

described and so there remains a wealth of knowledge to be discovered concerning both their 

contributions to ecosystem health and even potential medicinal uses (Davoodian 2015, IUCN 

2025, Mueller et al. 2022). Fungi were excluded from the IUCN Red List until the early 2000s, 

due in part to difficulties in applying Red List criteria that were initially designed based on 

vertebrate life histories. (Mace & Lande 1991, Mueller et al. 2022). Adaptive methodologies to 
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more effectively and efficiently apply these guidelines to fungi have increased the number of 

completed fungal risk assessments in recent years (Dahlberg & Mueller 2011, Scheidegger & 

Goward 2002, Yahr et al. 2024), enabling the first global analysis of fungal extinction risk in 

2022 using the 597 assessments that were completed at the time (Mueller et al. 2022). While an 

important milestone for fungal conservation, this baseline is an incomplete portrait of actual 

fungal extinction risk and is necessarily based on minimal data relative to the estimated 155,000 

known species of fungi (IUCN 2025, Mueller et al. 2022). The number of fungal risk 

assessments has since more than doubled (IUCN 2025), due largely to collaborative volunteer 

efforts under the Global Fungal Red List Initiative, an IUCN Species Survival Commission 

(SSC) project focused on synthesizing available data to draft Red List assessments (Allen et al. 

2019, Mueller et al. 2022). In March 2025, these efforts were recognized by a Red List press 

release highlighting fungal importance and the urgent need to advance the field of fungal 

conservation (IUCN 2025). 

 In the United States, fungal conservation at the federal level remains wanting (Allen & 

Lendemer 2015, Davoodian 2015, Mueller et al. 2022). Only two species of fungi have been 

listed under the Endangered Species Act (ESA) to date, Cetradonia linearis (A. Evans) J.C. Wei 

& Ahti 2002 and Cladonia perforata A. Evans 1952, with both of these being species of 

lichenized fungi (Allen et al. 2019). The 1994 establishment of the Northwest Forest Plan 

(NWFP) and accompanying Standards and Guidelines for species protection (USFS & BLM 

1994) was a notable federal attempt in that it requires the inclusion of organismal groups that 

were often omitted from conservation efforts (e.g., mollusks, bryophytes, arthropods) 

(Davoodian 2015, Molina 2008, USFS & BLM 1994) for 17 National Forests, 7 Bureau of Land 



8  

Management Districts, and 6 National Parks in western portions of Oregon, Washington, and 

northern California (USFS n.d.). At its inception this included 234 species of fungi, which 

prompted the compilation of existing data for 147 of these taxa, including targeted fieldwork and 

the collection of voucher specimens for submission into herbaria (Castellano et al. 1999). This 

specific attempt to target data deficiencies in lesser-known organisms reduced this number to 

135 species based on the application of taxonomic revisions, of which 39 were removed on 

gaining a better understanding of their distributions and ecological requirements (Castellano et 

al. 1999). However, competing interests over land use (i.e., timber extraction) have translated 

into consistent legal turmoil that has severely limited the effectiveness of the NWFP (Davoodian 

2015, Molina et al. 2006). Additionally, this attempt to protect and increase data for potentially 

rare and understudied taxa is specific only to old-growth forests and does not exist for other U.S. 

regions outside of the target area (Allen et al. 2019, USFS & BLM 2001). A more recent 

breakthrough for fungi comes with the 2025 federal deadline for states to update their State 

Wildlife Action Plans (SWAPs), which will see New Jersey as the first and only state to include 

fungi on their list of Species of Greatest Conservation Need (SGCN) (NJDEP 2025). This draft is 

currently out for public review, though as it stands while writing this it will include 28 fungal 

taxa of which 23 (82%) are categorized as Data Deficient (NJDEP 2025). This additionally 

serves as an example of how natural history collections data can be used to aid conservation 

efforts, as the review process included the use of herbarium records (NJDEP 2025). Despite this 

accomplishment, the collective lack of federal representation for fungal conservation means most 

listing and protection is carried out at the state level, if at all, and this responsibility often falls on 

Natural Heritage Programs (Allen et al. 2019, Allen & Lendemer 2015). 
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Lichenized Fungi as Lesser-Known Organisms 

Within the growing field of fungal conservation, lichenized fungi have gained recognition 

as both ecologically and culturally important organisms in need of protection (Allen et al. 2019, 

Yahr et al. 2024). Lichens are composite organisms formed between a primary fungus and either 

a green alga, a cyanobacteria, or both (Jovan et al. 2020). This unique association has amounted 

to an incredible amount of diversity and a distinct combination of ecosystem functions including 

the redistribution of nutrients that facilitate plant growth and breaking down rock to aid in soil 

formation (Asplund & Wardle 2016, Finlay & Rosling 2006, Leavitt et al. 2021, Stanton et al. 

2023). Species that are associated with cyanobacteria are able to fix atmospheric nitrogen which 

can enrich soils to enable vascular plant succession in otherwise uninhabitable landscapes 

(Asplund & Wardle 2016). This adds additional importance to soil-dwelling lichens in disturbed 

and more arid habitats, as well as their roles in soil hydrology and limiting erosion (Allen et al. 

2019, Liu et al. 2021, Rosentreter & Eldridge 2025). Lichens are a keystone species in much of 

the Arctic where they are a primary winter food source for herbivorous animals from 

microarthropods to large mammals (Gerson 1973, Roos et al. 2022). Some species, such as those 

belonging to Roccella DC. 1805, Usnea Dill. ex Adans. 1763, and Xanthoria (Fr.) Th. Fr. 1860, 

are of cultural importance with value often reflecting specific secondary compounds that enable 

their use as medicine, dyes, or food (Bautista-González et al. 2022, Devkota et al. 2017, Kinge et 

al. 2023, Yang et al. 2021). 

 Sampling biases obscure much of our understanding of both historical and current lichen 

compositions across many different ecosystems (Bergamini et al. 2007, Robison et al. 2023). 

Large biodiversity inventories have historically excluded lichens, which is especially true for 
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those of crustose growth form referred to as “microlichens” (Bergamini et al. 2007, Kantelinen et 

al. 2022, Stanton et al. 2023). This neglects to include nearly 65% of the estimated 5,500 to 

6,000 lichen taxa recognized to occur in North America alone (Allen et al. 2019, Manzitto-Tripp 

et al. 2022). While the authors acknowledge the biases associated with using collections-based 

data, a recent analysis considering 4,583 North American lichens found evidence to imply that 

65% of lichens known from North America have distributions that are limited to one or two 

ecoregions, and that crustose growth form is an indicator of rarity when considering habitat 

specificity and range size (Manzitto-Tripp et al. 2022). The same large-scale analysis found that 

arid environments in the northern U.S. seem to host more widespread taxa compared to forests 

with ample precipitation that contain higher microhabitat diversity (Manzitto-Tripp et al. 2022). 

 Evidence of global lichen declines, as well as the threats causing them, have long been 

recorded (Allen et al. 2019). Substantial declines associated with the onset of the Industrial Age, 

as well as the recovery of some species in urbanized areas following initiatives such as the Clean 

Air Act, have shown most lichens to be highly sensitive to air pollution (Showman 1997). 

Returning communities, however, do not often reflect historical diversity or include sensitive 

cyanobacterial-associating taxa (Allen et al. 2019). This heightened sensitivity has led multiple 

United States Forest Service (USFS) programs to use select foliose and fruticose macrolichens to 

monitor forest health since 1989 (Aptroot et al. 2021, Jovan et al. 2020). These include the Air 

Resource Management (ARM), Forest Health Monitoring (FHM), and Forest Inventory and 

Analysis (FIA) programs which combined and in combination with outside partners have 

completed nearly 8,500 surveys of epiphytic lichens (Jovan et al. 2020). Though air pollution is 

of great threat to lichen health, lichens share with all other organisms the substantial threat of 
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habitat loss and deterioration from both climate change and other anthropogenic influences 

(Allen et al. 2019, Yahr et al. 2024) and this is especially true for epiphytic taxa that are reliant 

on late-successional forests with high moisture levels (Allen et al. 2019). Lichens that grow on 

soil in more arid and disturbed areas are additionally threatened by trampling from both human 

activity and grazing livestock (Belnap & Lange 2013). 

 Collaborative efforts by the IUCN SSC Lichen Specialist Group under the Global Fungal 

Red List Initiative have greatly increased the number of lichens assessed for extinction risk by 

Red List criteria in recent years (Mueller et al. 2022, Yahr et al. 2024). This has yielded a 

document of best practices that build on former contributions (Dahlberg & Mueller 2011, 

Scheidegger & Goward 2002) to aid those assessing lichens while fine-tuning the assessment 

process for a specific group of fungi. These recommendations support evidence that subglobal 

and subnational assessments more directly translate into assessed species becoming protected, 

while still providing baseline data to enable assessments at larger geographic scopes (Charles et 

al. 2025, Yahr et al. 2024). This implies that subglobal assessments might more effectively 

support conservation planning, as even a threatened global status does not in itself protect a 

given taxon (Palacio et al. 2023, Yahr et al. 2024). The only fungi to ever be listed under the 

ESA are the two lichens discussed in the previous section that were listed in the 1990s, though 

this has not prompted the addition of any more fungal taxa, and lichens remain sorely 

represented at the federal level in the U.S. (Allen et al. 2019). This did, however, result in a 

federal monitoring program for one species that is still active at the time this is being written 

(Woodward 2021). Lichens were also among other less-recognized organismal groups 

specifically included in the 1994 Record of Decision that introduced the NWFP in parts of the 
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northwestern U.S. (USFS & BLM 1994, Sharrett et al. 2025). This resulted in the 

recommendation of 157 lichen species, as well as the acquisition of data and synthesis of 29 

species profiles that include threats and management recommendations (Lesher et al. 2003). 

However, constant discrepancy over natural resource extraction in the early 2000s essentially 

laid these efforts to rest for all lesser-known organismal groups the NWFP Survey and Manage 

guidelines were designed to protect (Allen et al. 2019, Spies et al. 2019). Overall, the 

shortcomings of federal protection measures make state Natural Heritage Programs (NHPs) of 

great importance for lichen conservation, with 21 states having at least one species listed as 

being of some level of threat (Allen et al. 2019). Similar to regional conservation approaches, 

these more localized efforts often translate more efficiently into the physical protection of listed 

species compared to those with much larger geographic scopes, including the overall increase in 

knowledge surrounding threatened taxa (Allen et al. 2019, Palacio et al. 2023). As herbarium 

records are increasingly being used to aid in lichen conservation and are prone to both data 

deficiencies and misidentifications, it is important to acknowledge and address gaps in the 

physical and digital collections data supporting this research (Allen et al. 2019, Paquette et al. 

2023). 

Washington’s Palouse Prairie: An Undersampled and Endangered Land Area 

The northwestern U.S. continues to stand out as a national leader in fungal conservation in that 

Alaska, Oregon, and Washington are among the top four states when considering number of 

lichen taxa listed by state NHPs (Allen et al. 2019). This is in part due to long-term and varied 

efforts on behalf of the Northwest Lichenologists nonprofit organization, which was largely 

involved in completing the most recent update to Washington’s NHP Lichen Species of 
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Conservation Concern and Review Lists (Miller et al. 2024). Washington is well-known for its 

temperate rainforests and old-growth conifer forests, though much of the land lying east of the 

Cascade Mountain range consists of semi-arid to arid basalt lowlands characterized by sagebrush 

steppe and grassland habitats (Fertig & Kleinknecht 2020, Lichthardt & Moseley 1997, TNC 

1999). Similarly, and in considering the geographic scope of the now defunct NWFP, the lichen 

flora of forested areas in the Pacific Northwest are relatively well-documented in comparison to 

Washington’s largest ecoregion, the Columbia Plateau. This historical bias presents an urgent 

need to document lichen biodiversity from these under-sampled ecosystems, where unique floral 

and faunal communities have been documented (Fertig & Kleinknecht 2020, Lichthardt & 

Moseley 1997). 

 Within the Columbia Plateau, the land area commonly referred to as the “Palouse Prairie” 

is ecologically distinct and has experienced the greatest impacts from land conversion (Davis 

2019, Lichthardt & Moseley 1997, TNC 1999). Once dominated by hills of bunchgrass prairies 

and drought-tolerant wildflowers (Rockie 1939), the most expansive definition of the Palouse 

connects southeast Washington with parts of north-central Idaho and northeast Oregon, though 

Oregon is not included in most definitions (Bowlick et al. 2015). Until the 1880s, the Palúšpam 

(Palouse) and Nimíipuu (Nez Perce) people lived sustainably with the land, as well as a number 

of other nomadic tribes that spent time in the area, including those who are now considered part 

of the Coeur d’Alene Tribe, Confederated Tribes of the Colville Reservation, Kalispel Tribe of 

Indians, Spokane Tribe of Indians, and Bands of Yakima Nation (Davis 2019). As colonists 

continued to expand west following the enactment of the Homestead and Timber Acts in the 

1860s, the reputation of the rich loessal soils that characterize the Palouse became well-known, 
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and the indigenous people who remained following multiple battles with the U.S. Army were 

forcibly relocated to the Spokane Indian Reservation (Todd 1933). The following rapid land 

conversion into wheat farms, as well as the subsequent takeover by invasive grass species, 

quickly reduced the area to highly fragmented remnants and caused substantial biodiversity 

declines (Davis 2019, Dilworth et al. 2021, TNC 1999). As a result, the Palouse is situated 

among the most endangered land areas in the U.S. with less than 1% of natural land remaining 

since the early 1900s (Dilworth et al. 2021, Donovan et al. 2009, Lichthardt & Moseley 1997, 

Noss & Peters 1995). Given this rapid destruction, current threats to the landscape reflect those 

at the turn of the 20th century as the region remains predominantly devoted to agriculture (Davis 

2019, Donovan et al. 2009). These threats align with those found in other dry and disturbed 

regions, the most concerning of these being invasive grasses but also including habitat 

destruction from land conversion and human recreation, the eutrophication of soils from 

agricultural runoff, overgrazing, and excessive amounts of soil erosion (Carlson et al. 1989, 

Donovan et al. 2009, Rockie 1939). Multiple non-profit organizations and student research at the 

three nearby universities actively work to conserve and expand remnants in both Washington and 

Idaho portions of the Palouse (Davis 2019, Hill 2021, Peterson 2021), primarily through prairie 

restoration projects and working with landowners to encourage more sustainable agricultural 

techniques (Donovan et al. 2009, Hill 2021). 

 While the animals and vascular plants of the Palouse are well documented, little is known 

about the lichenized fungi of this critically endangered land area despite both sporadic and 

targeted collection attempts. Given this poor understanding and that there has been roughly 1% 

of natural land remaining for exceeding a century (Davis 2019), the current study combines 
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digital natural history collections data with the identification of a portion of field collections 

from an incomplete lichen inventory that took place from 2018-2021. This will continue to 

resolve gaps in our understanding of lichen communities within the Palouse, as well as for 

northwestern U.S. drylands overall. The identification of collections and their submission to 

regional and national herbaria also addresses three of the four sampling biases associated with 

field collections (Meineke & Daru 2021) and will increase the physical representation of lichen 

occurrences in herbaria for an endangered yet under-sampled U.S. dryland. Taxonomic and 

geographic biases are addressed by focusing on lichenized fungi from an under-sampled land 

area relative to other U.S. regions, and the inclusion of all lichen growth forms addresses general 

trait sampling biases that tend toward the exclusion of microlichens (Bergamini et al. 2007). The 

synthesis of available digital collections data and literature representative of past collections into 

a referenceable document allows for preliminary baseline comparisons and builds on our scant 

knowledge of lichen diversity in the Palouse. Additionally, this information can be used to 

prioritize sites for future surveys and report taxa with sparse or questionable historical records 

that might no longer be found in the Palouse or that are based on misidentifications. This 

information can also be used to prioritize or reassess taxa for the Lichen Species of Conservation 

Concern and Review Lists orchestrated by Washington’s NHP (Miller et al. 2024), as well as 

quantify extinction risk at subnational levels via either the IUCN Red List or NatureServe. The 

2024 update to the state’s NHP list included 24 lichen taxa that are suspected to need protection 

but that were determined to be data deficient (Miller et al. 2024). Increasing our knowledge of 

lichens in lesser-known areas of the state thus aligns with current statewide conservation focuses 

that have been expanding in recent years and supports conservation-related research for lichens 
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in Pacific Northwest drylands. Overall, this analysis serves as but one small example of how 

both physical and digital natural history collection records can be used to begin resolving 

knowledge gaps that can hinder the protection of biodiversity, as well as to inform conservation 

approaches. 

Steptoe Butte State Park (SBSP) 

 Steptoe Butte State Park (SBSP) is among the largest Palouse grassland remnants and is 

also of great cultural importance to indigenous groups of the region (Davis 2019, WSPRC 2023). 

The butte itself consists of quartzite remaining from the Coeur d’Alene Mountains that rose 

above the basalt flows shaping most of the Columbia Plateau, owing to its contrasting elevation 

of nearly 1,000 feet above the rest of the surrounding landscape (NPS n.d., WSPRC 2023). Aside 

from a preserved heirloom orchard at the base, SBSP is largely exposed, with its lower slopes 

characterized by prairie species such as Poa secunda J. Presl 1830 (Sandberg bluegrass), species 

of Lupinus L. 1753 (lupine), Balsamorhiza sagittata (Pursh) Nutt. 1840 (arrow leaf balsam root), 

and the endemic ESA-listed Silene spaldingii S. Watson 1875 (Spalding’s catchfly) (WSP n.d., 

USFS n.d. B). The summit and entrance to the park experience more disturbance in comparison, 

as these are where the parking areas and tourist attractions are located. 

 Named “Eomoshtoss” by Sahaptin-speaking indigenous groups and “Seempteeta” by 

Salish-speaking people, early colonists started to call the butte “Pyramid Peak” (Elliott 1927, 

WSP n.d.). Following battles between these groups and the U.S. Army in the 1850s, it started 

being referred to as “Steptoe Butte” in remembrance of U.S. Army Colonel Steptoe (Elliott 1927, 

WSPRC n.d.), despite this being a loss for the U.S. Army that occurred nearly 20 miles away 

(Elliott 1927). The land was parceled out to private owners under the Homestead and Timber 
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Acts, as well as the Northern Pacific Railroad Company (Elliott 1927). The base of SBSP was 

quickly converted into farmland and a hotel was built at the summit in the 1890s before failing to 

attract patrons and burning down in 1911. Part of this land was eventually purchased by a local 

philanthropist for donation to the State Parks Committee for designation as a park in 1946 

(WSPRC n.d.). It was later declared a National Natural Landmark in 1966 and remains one of 

only two major protected areas within both the Washington and Idaho portions of the Palouse 

(WSPRC n.d.). In 2021, the Washington Department of Natural Resources purchased the 

remaining privately owned land to expand the area under state protection (WSPRC n.d.). 

Kamiak Butte County Park (KBCP)  

 Roughly 15 miles southeast of SBSP, Kamiak Butte County Park (KBCP) is similar in 

geology and conservation priority in that it is a quartzite island of similar height (NPS n.d.) 

hosting one of the largest remaining prairies within the entirety of the Palouse (Davis 2019). 

These communities are found on the exposed south slope, which also hosts areas dominated by 

Physocarpus opulifolius (L.) Maxim 1879 (ninebark) and Holodiscus discolor (Pursh) Maxim. 

1879 (ocean spray) (WCPRC n.d.). The larger portion of the butte, however, consists of a steep 

north-facing slope that slows the melting of annual snowpack which supports higher successional 

plant communities in comparison to the surrounding open prairies. This is enough retained 

annual moisture to support a Pinus ponderosa P. Lawson & C. Lawson 1836 (Ponderosa pine) 

forest intermixed with Pseudotsuga menziesii (Mirb.) Franco 1950 (Douglas fir), Larix 

occidentalis Nutt. 1849 (western larch), and less commonly Abies grandis (Douglas ex D. Don) 

Lindl. (grand fir) (WCPRC n.d.). A variety of vascular plant associations occur between these 

two extremes and these habitats are of crucial importance to many organisms including 130 
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birds, 170 plants, and over 30 mammals (WCPRC n.d.). Wildflowers found here that are 

characteristic of Palouse ecosystems include, Balsamorhiza sagittata (arrow leaf balsam root), 

species of Castilleja Mutis ex L. f. 1781 (what is commonly referred to as Indian paintbrush), 

and Dodecatheon species L. 1753 (shooting stars) (WCPRC n.d.). 

 KBCP is named after Chief Kamiakin of the Yakima people, who was an important 

leader uniting multiple groups in the area well before and during the 1850s battles with the U.S. 

Army (Kershner 2012, Trafzer 1986). Surprisingly, very little information is available both in the 

literature and elsewhere online about the history of land use here preceding its designation as a 

park. It is known, however, that a ski hill was built on the north slope in the 1950s (WCPRC 

n.d.) that has since returned to forest on its removal and remains largely undisturbed today 

(WCPRC n.d.). The land was designated as both a park and National Natural Landmark in 1965 

(NPS n.d.), and the Pine Ridge Trail is registered to the National Trails System given its 

attraction as a wildlife viewing trail in the area (WCPRC n.d., WC n.d.). Given its refuge from 

the surrounding exposed areas, KBCP is a popular tourist attraction in the region hosting 

multiple shelters, eight campsites, a playground, and hiking trails (WC n.d.). 

Hudson Biological Preserve (Smoot Hill)  

There exists even less documentation surrounding land use history for the Hudson 

Biological Preserve located at Smoot Hill, roughly 12 miles north of the Washington State 

University (WSU) campus (WSU 2025). The land was purchased as farmland by WSU in 1968 

to preserve its status as an additional Palouse Prairie remnant of substantial size. It has since 

been the site for various Palouse-specific research and outdoor education events (Berner 2025), 

including projects in partnership with the Palouse Conservation District (WSU 2025). The land is 
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not open for public use and is maintained by the university (WSU 2025). 

Past Contributions 

Targeted efforts to describe lichenized fungi in eastern Washington state are 

underrepresented compared to other parts of the northwestern U.S., though prior work hints at 

ample diversity. The first documentation of eastern Washington lichens and neighboring Idaho 

counties of similar vascular plant associations was completed in 1955, though this study was 

predominantly focused on non-lichenized fungi and lichens were collected only when the larger 

fungal community was considered “poorly developed” (Cooke 1955). Nonetheless, 158 taxa 

were collected from across 6 different associations that ranged from semi-arid Palouse grasslands 

to mature conifer forests (Cooke 1955). In considering the 18 sites sampled over the entirety of 

the study, it was concluded that lichen diversity increased as habitats become less dry (Cooke 

1955). Of associations reflecting Palouse ecosystems, lichens found in Symphoricarpos albus 

(L.) S.F. Blake 1914-Festuca idahoensis Elmer 1903 (common snowberry-Idaho fescue) habitats 

showed highest constancy, where all collections were made from shrub branches and species 

were most commonly of the genera Candelaria A. Massal. 1852, Parmelia Ach. 1803, Peltigera 

Willd. 1787, Physcia (Schreb.) Michx. 1803, Rinodina (Ach.) Gray 1821, and Xanthoria. Similar 

sites that were instead characterized by Festuca idahoensis-Symphoricarpos albus (Idaho fescue-

common snowberry) associations were found to host Cladonia P. Browne 1756, Diploschistes 

Norman 1852, and Peltigera as the dominant lichen taxa, implying that even small changes to 

the vascular plant community in such ecosystems can result in different community assemblages. 

Dry Pinus ponderosa-Agropyron spicatum (Pursh) Scribn. & J.G. Sm. 1897 (ponderosa pine-

bluebunch wheatgrass) forests seemed to increase in lichen diversity with characteristic genera 
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including Alectoria Ach. 1809, Buellia De Not. 1846, Cetraria Ach. 1803, Cladonia, Crocynia 

(Ach.) A. Massal. 1860, Diploschistes, Lecanora Ach. 1809, Lecidea Ach. 1803, Leptogium 

(Ach.) Gray 1821, Letharia (Th. Fr.) Zahlbr., Parmelia, Peltigera, Rhizocarpon Ramond ex DC. 

1805, Umbilicaria Hoffm. 1789, and Usnea. Ponderosa pine forests that instead associated more 

with common snowberry reflected similar diversity though also included Bacidia De Not. 1846, 

Caloplaca Th. Fr. 1860, Candelariella Müll. Arg. 1894, and Parmeliopsis (Nyl.) Nyl. 1863. 

While such ecosystems rarely occur in the Palouse outside of transition zones in the Idaho 

portion, Douglas fir-ninebark habitats additionally hosted Buelliella Fink 1935, Evernia Ach. 

1809, Lobaria (Schreb.) Hoffm. 1796, and Nephroma Ach. 1809, the last two genera being 

sensitive cyanolichens that are more characteristic of western Washington flora. In contrast, 

those found in Idaho fescue-bluebunch wheatgrass communities were considered 

“impoverished” as they were reported to occur only on soil, and no description of the lichen taxa 

in these habitats was reported. This study serves as an important historical baseline for eastern 

Washington lichens overall and provides early ecological information in describing observed 

communities based on habitat type. However, it has been over 75 years since these collections 

were made, and the study area vastly exceeds that of the Palouse. 

It would be another 40 years before a second attempt to document eastern Washington 

lichens was completed, this being in the form of a USFS technical report targeting the lichens of 

eastern Washington and Oregon (Ryan 1994). This work included new field collections of 

macrolichens and “select” microlichens, as well as an analysis of physical collections from 

regional herbaria to apply taxonomic updates and confirm or correct historical species 

identifications. The latter task included the reidentification of a number of collections from the 
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previous study (Cooke 1955), as well as collections that were held in private regional herbaria 

(Ryan 1994). Arguably the most valuable contribution of this document is the synthesis of 

ecological data for dryland lichens in the northwestern U.S., along with observations and 

hypotheses made by the author. The latter includes suspicions concerning distributions and 

rarity, as well as detailed documentation of both field observations and taxonomic notes 

associated with reidentified collections (Ryan 1994). This work marks another notable 

contribution to our knowledge of lichens in northwestern U.S. drylands and it is emphasized 

throughout that the intent of this report was to assemble a document of knowledge and 

information available at the time in hopes of supporting future research. It is also stressed that 

funding to support continued sampling and the reidentification of herbarium specimens from the 

area is necessary if we are to know species present and understand their distributions. (Ryan 

1994). Despite this robust synthesis of available information at the time, herbarium analyses and 

collecting efforts were limited by time (Ryan 1994), which might in part have been due to the 

then requirement of either traveling to holding institutions or requesting specimens be mailed on 

loan to analyze physical herbarium collections. More importantly and in common with Cooke’s 

work, the geographic scope of this project is much larger than the Palouse area under analysis in 

the current study. 

Given their heightened ecological importance in both arid and highly disturbed 

ecosystems, extensive work has been done to increase our understanding of biological soil crust 

(BSC) communities in more arid environments of the western U.S. (Belnap 2003, Belnap & 

Lange 2013, Belnap et al. 2016, Rosentreter & Belnap 2007, Rosentreter & Eldridge 2025). This 

includes the northwest, where past foundational work enabled a monograph devoted to BSC-
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associating lichens of the Columbia Basin in which the Palouse resides (McCune & Rosentreter 

2007). The described 144 species present across 55 genera (McCune & Rosentreter 2007) seem 

to counter Cooke’s perception of soil-dwelling communities as being “impoverished” (Cooke 

1955). A later survey documenting vascular plant diversity of the Palouse also documented 12 

BSC-associating lichen species spanning 8 different genera (Davis 2015). These contributions 

have greatly improved our knowledge of lichens from a frequently overlooked substrate that are 

subject to specific threats such as trampling and eutrophication from polluted runoff (Matos et al. 

2022). Lichens, however, grow on many different substrates and the Palouse makes up less than 

2% of the larger Columbia Basin (Flores et al. 2017). As with the prior two studies, this greatly 

improves our knowledge of species present in the larger ecoregion, though an analysis restricted 

to lichens within the Palouse subregion is needed to better understand the flora of this 

endangered land area. 

The only targeted lichen biodiversity inventory in eastern Washington inclusive of all 

encountered taxa was completed at the Turnbull National Wildlife Refuge in Cheney between 

2009 and 2011 (Dr. Jessica Allen, pers. comm.). These collections are of great importance to our 

knowledge of lichens occupying semi-arid habitats in Washington, though these ecosystems 

primarily consist of channeled scabland transition zone habitats that differ ecologically in 

comparison to the Palouse (USFWS n.d. A). This being said, there is likely some species 

crossover between lichens in Palouse and channeled scabland environments and the protected 

area does contain small fragments of Palouse grasslands. To compare these subregions of the 

Columbia Plateau, however, we must first know what constitutes lichen of the Palouse to build 

on this taxonomic snapshot of the neighboring dryland region. 
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An attempt to do so was made between 2018 and 2021 when the American Bryological 

and Lichenological Society (ABLS) funded an undergraduate project at Eastern Washington 

University (EWU) to survey lichens from the two largest protected areas of the Palouse (Davis 

2019), these being Steptoe Butte State Park (SBSP) and Kamiak Butte County Park (KBCP). 

Collections were also made from Palouse Falls State Park (PFSP), a popular tourist attraction 

and major protected area in the neighboring Channeled Scablands, and a fourth survey took place 

at the Hudson Biological Preserve (Smoot Hill) in 2021 (Figure 1). Sites across all protected 

areas were selected to represent a distinct combination of ecosystems, and collections made 

within these sites were representative of all encountered substrates and habitats, as well as all 

lichen taxa knowingly observed. 

 

Figure 1. USGS Level IV Ecoregion Map of the Columbia Plateau containing 14 different 

subregions. Sites from the incomplete ABLS-funded field surveys are shown here, with 

collections made from the Palouse Hills (yellow) and Channeled Scablands (blue) subregions.
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Identification to species began in 2019 under the guidance of lichenologist Dr. Jessica 

Allen out of the EWU mycology laboratory and included collections from KBCP made by 

students in the 2019 EWU Lichenology course. Identifications were made using a variety of 

keys, chemical tests, physical collections from the EWU herbarium, published literature, and 

digital collections data held in the Consortium of Lichen Herbaria database. Comparing 

completed macrolichen collections from KBCP to then available digital collections found 135 

species to have been documented at some point in recorded time within park limits (Figure 2). 

Of these, 61 taxa were unique to the collections made during the ABLS-funded survey. Forty 

taxa were not recollected and 34 were present across both datasets, highlighting the need for 

additional sampling in the region. Among those not included in recent collections were two 

highly sensitive cyanobacterial-associating lichens that are considered to be indicators of forest 

health. Additionally, one scarcely collected species suspected to be a Palouse endemic (Ryan 

1994), Rhizocarpon cookeanum H. Magn. 1956, was identified from KBCP.  

The identification process was halted in early 2020 due to widespread closures and 

quarantine mandates enacted in response to the COVID-19 pandemic, leaving somewhere around 

75% of the 1,000+ field collections unidentified and without submission to herbaria for 

digitization and long-term preservation. These collections are still awaiting post-fieldwork 

processing, which the current study aims to address so that new collections can be included in 

this referenceable document for Palouse lichens. This work helps to close regional gaps in the 

representation of lichenized fungi from dryland ecosystems in the northwestern U.S. while 

contributing to the larger goal of resolving data deficiencies within our understanding of 

biodiversity. As Washington has active Lichen Species of Conservation Concern and Review  
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Figure 2. Species overlap between digital herbarium data from Kamiak Butte County Park 

(KBCP) and collections that were identified in 2019 from the ABLS-funded surveys. 

 

Lists, this information will be useful for lichen conservation measures that are already in 

place under the state’s NHP. 

Materials and Methods 

Study Area 

 As the “Palouse” is loosely defined by various definitions and geographic boundaries 

(Bowlick et al. 2015, Davis 2015), it is first necessary to define what is meant by the term in the 

scope of the current study. Nearly all references encountered recognize Washington’s Whitman 

County to be the main region containing the Palouse before extending into parts of Idaho’s Latah 

County. This includes conservation-related literature (Carlson et al. 1989, Donovan et al. 2009, 

Looney & Eigenbrode 2012) and an overlap analysis specifically dedicated to identifying the 

most uniting definition (Bowlick et al. 2015). These definitions follow the United States 

Geological Survey (USGS) Level IV Ecoregion Map that defines the Palouse as subregion 10h 
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of the Columbia Plateau ecoregion and refers to it as the “Palouse Hills” (EPA 2013). This 

includes the entirety of Whitman County into parts of western Latah County (Figure 1), as is 

consistent with many other delineations (Bowlick et al. 2015). 

Given time constraints prevent the sorting of individual collections to extract those falling 

within Palouse portions of Latah County, and that the majority of the Palouse fits rather well 

within the artificial boundaries of Whitman County, this analysis further refines its definition of 

“Palouse” to only include collections made from Whitman County, Washington, while 

acknowledging that the omittance of data from Latah County makes for an incomplete picture of 

currently available digital records from the Palouse. This decision is also based on the logic that 

no large prairie remnants remain in the Idaho portion of the Palouse (Davis 2019). In keeping 

consistent with this logic, collections made during the ABLS-funded study from Palouse Falls 

State Park (PFSP) were also excluded as this is both within and reflective of habitats more 

associated with the neighboring Channeled Scablands subregion 10a (EPA 2013) and straddles 

the border of Whitman and Franklin Counties. The decision to include collections from KBCP 

despite differing ecologies from the surrounding landscape follows the logic that this is a unique 

forested island within the core of the Palouse Hills subregion due to its steep north-facing slope 

and does not mark a transition zone, even if hosting similar vascular plant communities. It is also 

important to note that multiple place names containing the word “Palouse” exist outside of the 

geological and ecological definition of the Palouse Hills subregion (i.e., PFSP), and that the 

exclusion of these areas at this time is only to better understand the larger definition by focusing 

on the core geographic area before expanding to additional remnants and transition zones in 

neighboring subregions of the Columbia Plateau. Further mention of the “Palouse” refers to the 
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definition outlined here that is inclusive only of Whitman County, Washington, unless otherwise 

clarified. 

Identification of Collections from the Incomplete ABLS-funded Surveys 

To increase the number of physical herbarium specimens from the Palouse, a portion of 

the remaining lichens from the incomplete ABLS-funded inventories sampled between 2018 and 

2021 were identified to species. The vast majority of remaining collections are from Steptoe 

Butte State Park (SBSP), as combined landowner and state permission granted full access to land 

within park boundaries and because most identifications for Kamiak Butte County Park (KBCP) 

were completed in 2019. Species identifications were continued out of the University of 

Tennessee Herbarium (TENN) using a variety of keys, spot tests, field guides, taxonomic 

literature, and digital occurrence maps from the Consortium of Lichen Herbaria. Foliose and 

fruticose macrolichens were identified using Lichens of North America (Brodo et al. 2001), Keys 

to Lichens of North America: Revised and Expanded (Brodo 2016), Macrolichens of the Pacific 

Northwest (McCune & Geiser 2009), and the Lichen Flora of the Greater Sonoran Desert Region 

Volumes I (Nash et al. 2002) and II (Nash et al. 2004). The identification of microlichens relied 

primarily on both volumes of Microlichens of the Pacific Northwest (McCune 2017) while cross-

referencing with the previously described keys as needed. A stereomicroscope was used to 

observe more apparent morphological features and spot tests that as required to distinguish 

between taxa, and a compound microscope was used to view microscopic features when required 

for identification to genus or species. All growth forms were included, however, identifications 

to species worked in order of increasing difficulty starting with taxa that were most readily 

identifiable to maximize the number of collections representing Palouse ecosystems. As a result, 
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macrolichens were often prioritized which reflects historical biases tending away from 

microlichens. As Rhizocarpon cookeanum was recently ranked data deficient by the Washington 

Lichen Species of Conservation Concern and Review Lists (Miller et al. 2024), and because this 

species was identified from KBCP in 2019 during the ABLS-funded surveys, all yellow 

Rhizocarpon collections across all sites were prioritized for identification. 

Spot tests using household bleach and 10% KOH solution in water were used to identify 

species that required analyses of secondary lichen compounds present in addition to 

morphological features. Thin Layer Chromatography (TLC) was then used to identify species 

within chemically diverse genera that require analyses beyond spot testing and the identification 

of morphological features (e.g., Usnea, Cladonia). Chemical extractions were completed out of 

the Budke Laboratory at the University of Tennessee, Knoxville (UTK) under the guidance of 

TENN volunteer Rick Demmer, who has ample experience collecting and identifying lichens 

from northwestern U.S. drylands. Field and herbarium observations from Ryan (1994), including 

taxonomic and distribution speculations, were also taken into consideration while identifying, as 

the author was renowned for his knowledge of western U.S. lichen taxonomy (NWL 2004). 

Compilation of Digital Herbarium Data 

  To gain a broader understanding of past collections made from the Palouse subregion, 

digital collections data were downloaded from both GBIF and CLH, as publicly available digital 

records for lichens are published to either one of these sites, or both (Dr. Jessica Budke, pers. 

comm.). Both datasets were restricted to preserved specimens identified as being in the class 

Lecanoromycetes, as no collections outside of this taxonomic division were found in digital 

herbarium data, and records were further filtered to include only those from Whitman County, 
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Washington. These data were cleaned manually in Microsoft Excel, including the application of 

taxonomic updates using Index Fungorum, before merging both datasets and removing any 

apparent duplicate records. It is important to note, however, that the varying degrees of skeletal 

records associated with digital natural history collections and the lack of unique specimen 

identifiers across platforms (Nelson et al. 2018) means that sometimes duplicates are not 

detectable at the time they are encountered. As these data are constantly changing and many 

collections are yet to be digitized (Marcer et al. 2021), taxonomic information was manually 

transcribed into Excel from Cooke (1955) and Ryan (1994) to include as much information as 

possible from these foundational studies that encompass the Palouse. 

Comparison of Digital Herbarium Collections to Current Identifications 

 To gain insight into how identifications made in the current study contribute to our 

overall understanding of Palouse lichens, the digital collections data described in the previous 

section was compared to current identifications made from the more recent ABLS-funded 

surveys. The vegan 2.8-0 package (Oksanen et al. 2025) was used in R (4.4.2) to plot species 

accumulation curves (SACs) for digital collections against those containing both digital 

collections and current identifications for all of the Palouse. Because somewhere around 99% of 

Palouse ecosystems have been converted for anthropogenic use (Lichthardt & Moseley 1997) 

and 90% of current identifications are from the protected area containing the largest Palouse 

remnant, species accumulation curves were also created for SBSP. This also takes into 

consideration that 31% of all digital records available from the Palouse come from KBCP, which 

contains the second largest prairie remnant but is predominantly forested and therefore much less 

reflective of Palouse grassland ecologies. All SACs were projected out to one million collections 
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to find the maximum number of species estimated for the Palouse based on previous 

identifications. These comparisons also revealed species identified in the current study that were 

not previously identified in available digital herbarium collections. 

Results and Discussion 

Identification of Collections from the Incomplete ABLS-Funded Surveys 

 Of the 1,116 collections made between 2018 and 2021 during the ABLS-funded study 

that fall within the current geographic delineation of the Palouse, 100 were omitted from the 

current study based on a lack of usable material to identify to species. Of the remaining 1,016 

collections, 360 (35%) were identified to species, representing 42 distinct species spanning 28 

genera (Table 1). As the majority of collections awaiting identification were from Steptoe Butte 

State Park (SBSP), 90% of collections identified here were from this protected area, followed by 

Smoot Hill (7%) and Kamiak Butte County Park (3%). This is also to be expected when 

considering most collections made from KBCP were identified in 2019. The five species 

recurring the most out of those identified in the current study, in order from most collections to 

least, were Hypogymnia imshaugii Krog 1968, Nodobryoria abbreviata (Müll. Arg.) Common & 

Brodo 1995, Parmelia sulcata Taylor 1836, Evernia prunastri (L.) Ach. 1810, and Polycauliona 

polycarpa (Hoffm.) Frödén, Arup & Søchting 2013.  Additional genera confirmed to be present 

but that were not identified beyond genus include Dimelaena Norman 1852, Lecidella, 

Lecanora, Lepraria Ach. 1799, Phaeophyscia Moberg 1977, Sarcogyne Flot. 1850, 

Xanthoparmelia (Vain.) Hale 1974, and Usnea. There are three species of Dimelaena known 

from the Pacific Northwest (McCune 2017), two of which, D. thysanota (Tuck.) Hale & W.L. 

Culb. 1970 and D. radiata (Tuck.) Müll. Arg. 1884, match the macromorphology of the 11  
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Table 1. Species identified during the current study that were collected during the ABLS-funded surveys 

made between 2018 and 2021. The number of collections identified for each species is given, as well as 

indication of whether the species was newly documented for either the Palouse overall (PAL) or the 

largest protected Palouse remnant (SBSP). Blank boxes indicate the species was previously identified 

with reference to available digital collections data. 

 

Species Identified in Current Study  

Genus Species Authorship 
Number 

Identified 

New 

To 

Acarospora badiofusca (Nyl.) Th. Fr. 1860 2 PAL 

Acarospora fuscata (Schrad.) Arnold 1871 2 SBSP 

Aspicilia contorta (Hoffm.) Körb. 1855 1 PAL 

Bryoria fremontii (Tuck.) Brodo & D. Hawksw. 1977 3 SBSP 

Buellia triseptata A. Nordin 1999 1 PAL 

Candelaria concolor (Dicks.) Arnold 1879 8 SBSP 

Candelariella vitellina (Hoffm.) Müll. Arg. 1894 20 SBSP 

Cladonia fimbriata (L.) Fr. 1831 2 SBSP 

Diploschistes muscorum (Scop.) R. Sant. 1980 7 SBSP 

Diploschistes scruposis J. Steiner 1893 4 SBSP 

Evernia prunastri (L.) Ach. 1810 23 SBSP 

Gallowayella fulva 

(Hoffm.) S.Y. Kondr., Fedorenko, 

S. Stenroos, Kärnefelt, Elix, Hur & 

A. Thell 2012 

1 

 

PAL 

 

Hypogymnia imshaugii Krog 1968 55  

Hypogymnia physodes (L.) Nyl. 1896 7 SBSP 

Hypogymnia tubulosa (Schaer.) Hav. 1918 14 SBSP 

Lecanora chrysoleuca (Sm.) Ach. 1810 2 SBSP 

Letharia columbiana (Nutt.) J.W. Thomson 1969 6 SBSP 

Letharia vulpina s.l. (L.) Hue 1899 16  

Melanohalea multispora 

(A. Schneid.) O. Blanco, A. Crespo, 

Divakar, Essl., D. Hawksw. & 

Lumbsch 2004 

3 

 

SBSP 

Melanohalea subolivacea 

(Nyl. ex Hasse) O. Blanco, A. 

Crespo, Divakar, Essl., D. Hawksw. 

& Lumbsch 2004 

6 

 

Nephromopsis chlorophylla (Willd.) Hale 1987 3  

Nephromopsis orbata 
(Nyl.) Divakar, A. Crespo & 

Lumbsch 2017 
8 

SBSP 

Nodobryoria abbreviata (Müll. Arg.) Common & Brodo  29 SBSP 
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Table 1. Species identified during the current study that were collected during the ABLS-funded surveys 

made between 2018 and 2021. The number of collections identified for each species is given, as well as 

indication of whether the species was newly documented for either the Palouse overall (PAL) or the 

largest protected Palouse remnant (SBSP). Blank boxes indicate the species was previously identified 

with reference to available digital collections data. 
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Dimelaena collections identified in the current study. However, microscopic features seen in 

these collections don’t align with either of these species and so these collections require further 

analysis. Additionally, this genus is known to grow in conspicuous rosettes and all collections 

analyzed here existed only as apothecia nested between other crustose lichens. It is important to 

note that 656 collections from these surveys remain unidentified to species with many of these 

being microlichens and that results discussed here should be viewed as a preliminary 

documentation of Palouse lichens to serve as a foundation for future work. 

Because Rhizocarpon cookeanum was identified in 2019 from KBCP and this species is 

listed in Washington as being of conservation concern, the remaining 18 yellow Rhizocarpon 

collections were prioritized for identification. All collections came from SBSP less than 20 miles 

from KBCP, though all were found to be either R. geographicum (L.) DC. 1805 or R. 

macrosporum Räsänen 1943 (Table 1). This might reflect differences in disturbance or ecologies 

between the two protected areas, though collections from additional Palouse remnants are needed 

to confirm. This species was recently considered for state listing by Washington’s NHP but was 

found to lack the data necessary to complete an assessment, resulting in its placement on a list to 

review among 20 other lichens found to be data deficient at the time (Miller et al. 2024). When 

also considering that R. cookeanum is known from only six records in the state and that all are 

from the Columbia Plateau (Miller et al. 2024), any information about its presence or absence is 

of value to its conservation. The species is ranked as Critically Imperiled (S1) in Washington and 

Saskatchewan by NatureServe standards and is otherwise recognized to only be from Montana 

where it is unranked (SNR). It has yet to receive a NatureServe global or national rank, nor has it 

received any IUCN Red List rankings. This is just one example highlighting how data deficiency 
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can obscure our knowledge of species rarity and conservation prioritization. Additionally, this 

implies that continuing to build on our understanding of lichens in Washington drylands will be 

directly useful for lichen conservation efforts that are already in place. 

Compilation of Digital Herbarium Data 

Throughout the span of history reflected by currently available digital records, a total of 

811 specimens have been identified to species for all of the Palouse Hills subregion as per the 

current geographic delineation. This spans 212 species across 74 genera with the earliest 

collection being made in 1899. Most digital records (73%) were available only from CLH, while 

24% were found across both data aggregators and only 3% were strictly available from GBIF. 

This seeming lack of lichen data in GBIF may be of concern, as most large-scale studies use 

information from large data aggregators like GBIF rather than identify and use smaller 

repositories designated for specific taxonomic groups. Of these 811 records, 280 (35%) were 

made from one of the three major protected areas under consideration in this study with 252 of 

these (90%) coming from KBCP. In contrast, there are only 28 prior digital collections available 

from SBSP that describe 19 taxa from across 16 different genera. Normalizing these values 

based on the respective acreage of each protected area (WCPRD n.d., WSPRC 2023) finds that 

KBCP has a much higher collection density with approximately 422 more collections per square 

mile when compared to SBSP. This is likely due to KBCP’s attraction as an isolated forest 

remnant within the otherwise exposed Palouse landscape that contains hiking trails. In 

comparison, SBSP is a highly exposed drive-up attraction with little opportunity to stray from 

the main road. The complete absence of lichen collections from Smoot Hill seems logical, as it 

was farmland prior to its purchase by WSU in 1972 and that access has since been limited to 
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conservation-related research and education (WSU 2025), none of which have focused on 

sampling lichens aside from the ABLS-funded survey. Gaps in digital collections at this time 

from SBSP and Smoot Hill are likely reflective of gaps in physical collections from Palouse 

habitats, exemplifying the need for targeted inventories from more exposed areas in the 

subregion, especially when considering that SBSP hosts the largest prairie remnant in the 

Palouse for both Washington and Idaho (Davis 2019). The Rose Creek Nature Preserve adjacent 

to Smoot Hill was identified as a future site to inventory, as this is another Palouse remnant from 

which there are currently only 11 digital collections available. 

 All 28 collections from SBSP were made between three lichenologists starting with G.E. 

Howard in 1940 (4 collections), followed by T.L. Esslinger in 1969 (22 collections), and more 

recently by C.R. Björk in 2004 (2 collections). Of collections made and herbarium specimens 

reidentified in Ryan’s 1994 assessment of eastern Washington and Oregon lichens (Ryan 1994), 

162 of the 778 collections (21%) from Washington are within the Palouse, representing 89 of the 

494 taxa (18%) documented from the entire study region (Ryan 1994). This is expected 

considering most of eastern Oregon and Washington consists of drylands of varying ecologies. In 

reviewing digital collections data for the Palouse, 43 collections were indicated as being 

collected by Ryan in 1978 and 1985, presumably while working on this USFS report (Ryan 

1994). Also included are 114 collections made by Cooke between 1946 and 1949. While the 

majority of Cooke’s collections were from localities matching those described in his 1955 study, 

the remaining 52 (46%) were from KBCP, which was not included in Cooke (1955) despite 

reflecting vascular plant associations sampled at other sites. Other notable collectors from the 

area include lichenologists G.E. Howard (36 collections from 1931-1958), H.A. Imshaug (21 



36  

collections in 1954), and T.L. Esslinger (78 collections from 1969-1970), with the latter having 

the second most digital collections following Cooke. Contributions from these collectors make 

up 36% (292) of currently available digital records from the Palouse overall with Ryan collecting 

most recently in 1985. There have since been only 28 collections as reflected by currently 

available digital records, implying that the digitization of current identifications following this 

study will help to resolve temporal gaps in Palouse lichen collections held in herbaria. This also 

highlights the need to reidentify the physical specimens these digital data are based on, given 

lichen taxonomy is constantly changing across many groups and that misidentifications of lichen 

collections are common in herbaria (Paquette et al. 2023). 

The 10 genera with the most collections found in available digital collections across the 

Palouse are Hypogymnia (Nyl.) Nyl., Peltigera, Umbilicaria, Cladonia, Lecanora, Melanohalea 

O. Blanco, A. Crespo, Divakar, Essl., D. Hawksw. & Lumbsch 2004, Parmelia, Physcia, 

Xanthoria, and Rhizocarpon. This could reflect historical biases toward macrolichen collections 

that were reflected in the methodology of the current study, as all of these genera are relatively 

common in the collections made during the ABLS-funded surveys. It is unsurprising that these 

are also reflective of observations made in Cooke (1955), as 62 of these collections are included 

in digital collections data. Species most represented by available digital herbarium records are 

Hypogymnia imshaugii, followed by Polycauliona polycarpa, Umbilicaria hyperborea (Ach.) 

Hoffm. 1796, Cladonia fimbriata (L.) Fr. 1831, and Protoparmeliopsis muralis (Schreb.) M. 

Choisy 1929. This seems to align with collections identified in the current study, as all 

Hypogymnia collections were identified across all remaining collections to find that H. imshaugii 

is so far the most collected species (Table 1). Polycauliona polycarpa and U. hyperborea were 
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also observed to be common at SBSP during the 2018-2021 field surveys, as is reflected in 

identifications made in the current study. It is important to note the possibility of digital records 

existing within digital collections datasets that were omitted early on in the data cleaning 

process, due to their status as skeletal records without a state or county indicated. As the effort to 

digitize collections remains ongoing, the possibility of there being physical records from the 

subregion that have yet to be digitized must also be acknowledged here. 

Comparison of Digital Herbarium Collections to Current Identifications 

 Comparing digital collections data to specimens identified here from the incomplete 

ABLS-funded study found seven species to be previously unreported from the Palouse (Table 1), 

bringing the total number of species described for the subregion to 219. Species accumulation 

curves (SACs) showing digital collections both alone and after adding the identifications made in 

the current study suggest that, for the entirety of the Palouse as delineated here, cumulative 

observed species richness increased by 3.3% (Figure 3). Extrapolating these data across one 

million collections revealed a total species estimate for the Palouse of 300, leaving 81 species yet 

to be identified and implying that the number of species from the subregion is starting to plateau. 

It is important to consider, however, that most of the 656 collections remaining following the 

current study are microlichens and that macrolichens are historically overrepresented in 

comparison, including in the current identifications. This potential bias in the data underlying 

these SACs can’t be confirmed or denied until the remainder of these collections are identified 

and continuation of these identifications will build on this preliminary baseline knowledge of 

Palouse lichens overall. Once made available to public platforms, the addition of current 

identifications will increase the number of digital natural history collections for Palouse lichens  



38  

 

Figure 3. Species accumulation curves (SACs) for all of the Palouse Hills subregion as defined by the 

current study. The top curve reflects species documented from the subregion in available digital 

herbarium data while the bottom curve shows the addition of identifications from the current study. A 

total of 219 species have been reported for the Palouse following these results and extrapolating these 

data found 300 species estimated from the subregion. The Michaelis-Menten curve implies that these data 

fit the species accumulation model well, though this could be reflective of underlying taxonomic biases. 
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from 811 to 1171, increasing representation by 44%.  

Given that only 28 past collections from SBSP were found in current digital data 

spanning 19 different species, and that 90% of collections identified in the current study were 

from this site, 32 species were newly documented from this major protected area (Table 1). 

Species accumulation curves focusing specifically on SBSP found species richness to increase by 

163% with the addition of the 325 identifications made in the current study, bringing total 

species reported to 51 species out of the estimated 60 to be present here (Figure 4). These results 

also indicate that the plateau for species richness at SBSP has nearly been reached, though it is 

again important to consider potential biases in the underlying dataset that might tend toward 

more conspicuous and easily identifiable taxa. As available digital collections did not include 

any identifications from Smoot Hill, the 26 collections representing 13 species that were 

identified in the current study are the first from this restoration site. In contrast, none of the 7 

collections identified from KBCP in the current study yielded any newly reported taxa. 

Once these digitized records become available on public platforms, representation of lichens 

from the largest protected area in both the Idaho and Washington portions of the Palouse will 

increase by 1,061% in comparison to current digital data available at the time of this study. This 

contribution, however, does not negate the need to complete the remaining 656 identifications to 

continue addressing taxonomic biases in the underlying data these estimates rely on. As most 

collections made in the ABLS-funded surveys were from SBSP and the park has since expanded 

following the purchase of remaining private land in 2021 by the Washington Department of 

Natural Resources (WSPRC n.d.), completing these identifications will also enable the 

assemblage of an annotated species checklist for the park. 



40  

 
 

Figure 4. Species accumulation curves (SACs) for Steptoe Butte State Park, which contains the largest 

Palouse remnant. Similar to Figure X, the top curve reflects species documented from the major protected 

area in available digital herbarium data while the bottom curve shows the addition of identifications from 

the current study. Species representation at SBSP increased by 163% with these additions, greatly 

steepening the curve seen here before starting to plateau as it reaches the estimated 60 species. 
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 Of collections identified to genera in the current study, Dimelaena and Sarcogyne were 

not found in digital collections data and so are newly reported to the Palouse given available 

knowledge at this time. Considering these genera were fairly common relative to others 

identified so far and that both are microlichens, this finding is possibly more reflective of a need 

to sample in the subregion than it is an indication of rarity. However, digital data is in various 

stages of completion and that not all physical records held in natural history collections have 

been digitized yet (Marcer et al. 2020, Marcer 2021), leaving the possibility that these have been 

identified but that this information is not yet available in digital collections data. It is also 

possible that these species have been captured in iNaturalist observations uploaded to GBIF, as 

the current study filtered to include preserved specimens only. However, these would likely be 

unattached to a collection event that yielded a voucher specimen for further analyses, and many 

lichens require microscopy to yield confident species identifications (McMullin & Allen 2022). 

This is just one example of how additional identifications and targeted sampling of Palouse 

lichens are needed to build on this preliminary knowledge. 

 Overall, the ABLS-funded collections spanning three major protected areas from 2018-

2021 totaled 1,016 voucher specimens and there are otherwise 811 digital herbarium collections 

accessible for the entirety of the Palouse as defined in this study. This marks evident need to 

continue identifying the remainder of these collections, which is especially true when 

considering those still unidentified are microlichens and that microlichen are more likely to have 

been passed over during previous collection and identification efforts (Bergamini et al. 2007). 

The 360 collections identified in the current study will increase representation of digital 

collections for the Palouse by approximately 44% and the completion of remaining collections 
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would increase specimen representation from the Palouse by nearly 125%, assuming these will 

be digitized and made available to public data platforms. These results further imply a need for 

continued sampling in northwestern U.S. drylands and need for additional digital collections 

records that are readily identifiable as being from the Palouse. 
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CHAPTER II 

ADDRESSING GAPS IN DIGITAL COLLECTIONS 

One relatively recent challenge attached to our overall knowledge of biodiversity is the 

difficulty in fully digitizing natural history collections (Hedrick et al. 2020, Marcer et al. 2020). 

Gaps in the extent that these records are digitized and the types of data included (i.e., taxonomic, 

ecological, geographical) are necessarily prevalent, considering the variation in available 

resources and demands of holding institutions (Hedrick et al. 2020, Marcer et al. 2020). This 

makes it difficult to standardize digitization workflows and best practices, which are often 

tailored to balance the specific needs and resources (i.e., space, paid staff, equipment) of a given 

institution (Kaiser et al. 2023). For example, large museums facilitating ongoing research are 

likely to have more funding and staff devoted specifically to digitization when compared to a 

small herbarium housed in a university. The most recent survey assessing the global state of 

digitization across natural history collections (Marcer et al. 2021) found 75% of collections to be 

skeletal, meaning a digital record exists but includes minimal associated specimen data. 

Additionally, responses from 784 participants across 86 different countries found that 19% of 

collections were without any form of a digital record (Marcer et al. 2021). 

One thing uniting institutions holding collections is the recognized importance of 

resolving the number of digital records that have yet to be georeferenced (Marcer et al. 2020, 

Marcer et al. 2021), whether this means transcribing GPS-derived coordinates from physical 

specimens or using associated specimen data to geocode and estimate where collections were 

most likely sampled from. It is not uncommon for skeletal records to only include taxonomic 

information (Marcer et al. 2020), and only 4% of the estimated 1.5 billion collections represented 
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by the aforementioned survey were reported as being entirely georeferenced (Marcer et al. 2021). 

Geocoding is a more demanding process compared to transcribing pre-recorded coordinates, and 

prioritization of this step within a given institution depends on the workload and resources 

available (Nelson et al. 2012). For example, many herbaria are overseen by just one or two 

individuals who might have more pressing demands to address in the physical collection space 

(i.e., processing new collections, outreach, maximizing storage space, assisting volunteers) 

before prioritizing digital records. It is important to note that the process of creating digital 

records with quality images from physical collections itself takes a great deal of time, regardless 

of whether or not any associated ecological or geographic data is initially captured (Blagoderov 

et al. 2012). Once these tasks are complete, the need to access physical collections are greatly 

reduced and images can be used to complete both the transcription and georeferencing processes 

off-site (Cook et al. 2014). The option to decouple these steps from the initial digitization 

workflow, then, is commonly strategic when balancing other tasks within collections spaces 

(Nelson et al. 2012). 

All said, the completeness of georeferenced records is of great importance for species 

conservation, as digital collections data are commonly accessed via public platforms such as the 

Global Biodiversity Information Facility (GBIF) for use in a variety of conservation-related 

research (Ariño 2010, Hedrick et al. 2020, Marcer et al. 2021). Georeferenced records are often 

the sole supporting data underlying species distribution maps that are commonly used in 

extinction risk analyses, species monitoring, phenological research, and projecting future 

distribution changes (Dasgupta et al. 2024, Paquette et al. 2023, Pearson et al. 2020). In 2019, a 

workshop focused on addressing data deficiencies in georeferencing asked participants why they 
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felt these gaps existed and how they might be resolved (Marcer et al. 2020). The lack of 

georeferenced digital records were attributed to a number of sources including lack of resources, 

time and effort required, and a need for more user-friendly tools built into collections databases. 

Many participants also confirmed that georeferencing was necessarily a low priority compared to 

other daily tasks surrounding the collections they were responsible for (Marcer et al. 2020). An 

agreed upon strategy to resolve these data deficiencies was to consider the capabilities of current 

georeferencing tools and find ways to improve them, including the development of new 

technologies that are capable of bulk-processing records (Hedrick et al. 2020, Johnson et al. 

2023, Marcer et al. 2020). 

Recent reliance on Large Language Models (LLM) to process and output information has 

prompted a flurry of research and constantly developing technologies related to their 

improvement and expanded use (Liu et al. 2025, Xie et al. 2023). Research surrounding LLM 

capabilities in processing geospatial information, however, is sparse (Bhandari et al. 2023, Xie et 

al. 2023). To gain insight surrounding the potential integration of more AI-based tools into 

herbarium georeferencing processes, we explored the capabilities of LLMs to infer latitude and 

longitude from locality text strings contained in GBIF records. This explores the benefits and 

limitations surrounding the use of LLMs in geocoding, and their use has been predicted as a next 

step for digitization workflows (Hedrick et al. 2020). The introduction of new and modification 

of existing tools is critical if we are to increase the number of georeferenced collections within 

publicly available biodiversity databases, as this will improve our confidence in conservation 

research that utilizes these specimens. Exploring these capabilities in this context are therefore 

necessary before any consideration of integration into existing tools should be considered. 
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Additionally, integrating technological advancements such as AI expands ways in which 

collections can be used to answer a variety of questions (Johnson et al. 2023). 

Past Contributions 

Given the competitive development of LLMs and the large number of digital records 

awaiting georeferencing, more research is needed to identify the benefits and limitations of how 

LLMs process geospatial information (Bhandari et al. 2023, Xie et al. 2023). Bhandari et al. 

(2023) tested how well LLMs exhibited geospatial knowledge, awareness, and reasoning using 

analyses of the Meta-based AI programs LLaMa, Open Pre-Trained Transformer (OPT), and 

Alpaca. Prior to this, analyses of LLM capabilities for addressing geographic tasks were limited 

to those focused on embedded text (Bhandari et al. 2023). The architecture of larger models 

(those with more parameters) were confirmed to respond more accurately to geospatial 

information (Bhandari et al. 2023, Liétard et al. 2021), however, the accuracy of smaller LLMs 

(those with fewer parameters) were found to improve with the use of prompt engineering such as 

in-context learning (Bhandari et al. 2023). Larger models are typically more expensive and take 

up more memory, making in-context learning with less costly models the more likely route for 

workflows with limited resources. The LLMs used showed differences in output based on 

whether the directional indicator in the prompt contained the word “near” or “and” with 

reference to distance between cities. Overall, it was concluded that LLMs show increasing 

potential for use in geographic-related tasks and future studies were urged to apply this 

knowledge to specific contexts of use (Bhandari et al. 2023, Liétard et al. 2021). 

Building on these findings, Xie et al. (2023) explored the potential of LLMs for use in 

georeferencing natural history collections, specifically herbarium specimens (Xie et al. 2023). 
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Here, the accuracy and efficiency of seven LLMs were compared to each other before comparing 

these results to GEOLocate, the county-centroid approach, and human-derived coordinates. 

ChatGPT 4o and DeepSeek 3 were found to geocode more accurately than all other LLMs tested, 

with respective median error distances of 9.7 km and 12.3 km. This supports the findings of 

Bhandari et al. (2023) in implying that older versions of the same models are less equipped to 

process geospatial tasks, specifically for use in geocoding locality strings. Both reasoning-based 

LLMs tested showed no significant difference in accuracy when compared to models without 

this claim, making them less efficient when factoring in batch processing time and cost to access 

(Xie et al. 2023). When compared to alternative georeferencing methods, ChatGPT 4o and 

DeepSeek 3 were significantly more accurate when compared to GEOLocate (23.4 km) and the 

county-centroid approach (18.2 km), and no significant difference was found in comparison to 

human-derived coordinates. While readability did not impact accuracy, keyword frequency was 

more positively influential for GEOLocate than it was for LLMs (Xie et al. 2023). Frequencies 

found to increase accuracy included use of more punctuation marks and directional indicators, as 

well as the number of words describing natural and manmade objects. It was also found that 

references to direction and distance were less effective than references to objects and roads for 

LLMs used in this study, implying that LLMs are relatively less-equipped for spatial reasoning 

tasks. It is also important to note that hallucinations are possible when geocoding with LLMs, 

meaning an inaccurate answer might be confidently returned by the LLM. Regardless, LLMs 

were concluded by the standards of this study to be more efficient when compared to all other 

georeferencing methods, including humans (Xie et al. 2023). 
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As no other studies testing the use of LLMs for geocoding herbarium specimens were 

found during this analysis, there is a need to continue exploring the potential use of LLMs to 

both aid herbarium staff and to decrease the number of skeletal records in digital collections data 

that are currently lacking geographic coordinates. The current analysis will therefore explore the 

capabilities of four different LLMs in geocoding locality strings from GBIF records. This will 

build on our overall understanding of LLM geocoding capabilities by offering an additional 

study using species occurrence records, as only one study was found prior (Xie et al. 2023). 

There also exists a wide range of LLMs available with varying capabilities and this technology is 

constantly advancing Additionally and based on evidence that prompt engineering can affect 

LLM output (Chen et al. 2025, Guo et al. 2025), this analysis will test the same locality strings 

against multiple prompts of varying complexities across all selected models to detect if there are 

any differences in geocoding accuracy. 

Materials and Methods 

Selection of Large Language Models (LLMs) 

To continue exploring the accuracy of Large Language Models (LLMs) in demonstrating 

geospatial processing abilities for specific contexts of use, four LLMs were selected for 

comparison. Models were chosen to reflect that housing institutions for natural history 

collections are frequently with limited and varied resources and are more likely to use free open-

source tools with limited need for storage, such as GEOLocate and Google Maps. Following this 

consideration, all models requiring any form of a paywall were excluded. Additionally, models 

exceeding 5GB of memory were excluded despite there being evidence to suggest that more 

parameters improve the geocoding capabilities of LLMs (Bhandari et al. 2023, Xie et al. 2023). 
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Model selection was further refined by including only those that could be run on a local 

computer, as running LLMs locally reduces concerns surrounding the impacts of LLM use in 

server farms (Monserrate 2022). 

The four models tested here were chosen to maximize the number of parameters while 

using the least amount of memory, in hopes of increasing accuracy while ensuring models are 

accessible by a range of technologies and users. To this end, final models selected were Llama 

3.1 (8b, 4.9GB), Llama 3 (8b, 4.7GB) [both by Meta, the parent company of Facebook], Mistral 

(7b, 4.1GB) [from mistral.ai], and Gemma (4b, 3.3GB) [from Google]. Aside from institutional 

and user considerations, the 4 billion parameter version of Gemma was intentionally selected to 

see if prompt complexity could enable smaller models to geocode with comparable accuracy to 

relatively larger ones. The eight billion parameter versions of Llama 3 and Llama 3.1 were 

chosen to see if slight improvements to the same model architecture showed any differences in 

how prompt complexity was processed in terms of coordinate accuracy. 

Geocoding Species Occurrences with Large Language Models (LLMs) 

To test the accuracy of the four selected LLMs in geocoding herbarium specimens, all 

occurrence records for the class Lecanoromycetes from the United States (U.S.) were 

downloaded through the GBIF website while excluding those without coordinates. Records that 

contained coordinates but that had been flagged as having geospatial issues were also omitted to 

result in a final download link containing 891,835 records. This link was used to access and 

process the dataset via R-(4.4.0), at which time 550 occurrence records were randomly sampled 

and cleaned using the Coordinate Cleaner package (Zizka et al. 2019). To test the accuracy of 

extracting coordinates from locality strings contained in these records, the ellmer package 



50  

(Wickham et al. 2025) was used to pass each of the 550 digital records through all four of the 

selected LLMs using the chat_ollama function. To demonstrate that LLMs run locally and 

without a need to access the internet, the last of these 50 localities were run with a computer that 

was not connected to the internet. Each record was tested against five prompts of varying 

instruction and complexity, as well as a sixth prompt specific to testing results when not 

connected to the internet. Both the order of prompt complexity and model used were randomized 

to reduce the chance of an order effect when using the LLMs to process localities. Post-

processing of this information was then carried out to calculate confidence intervals, mean, 

median, and interquartile ranges for each unique combination of model and prompt complexity. 

The six prompts analyzed resulted in 10,275 geocoded localities representative of these 24 

different combinations (Table 2). Analyses were completed in R, starting with a two-way 

ANOVA (R Core Team 2025) comparing the combined effect of prompt complexity and model 

on mean log(distance). The effects of prompt complexity and model were then analyzed using 

two separate one-way ANOVAs to identify if either prompt or model exhibited an independent 

effect on coordinate accuracy, followed by two separate Tukey’s HSD tests to view pairwise 

comparisons among groups for each variable. All resultant figures were visualized in R using the 

ggplot2 (Wickham 2016) and gt (Iannone et al. 2025) packages. 

Prompt Engineering 

Considering evidence exists to imply that the structure and wording of a prompt has 

shown to influence the ability of LLMs in completing geospatial tasks (Guo et al. 2025), the five 

different core prompts used for the current analysis were intentionally designed to build in 

complexity so that each successive prompt contained all information from the preceding one in  
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Table 2. The accuracy of four LLMs in geocoding GBIF localities was tested for 500 locality descriptions 

and each locality was run through Prompts 1-5. The final 50 localities were tested with Prompt 6 using an 

offline computer to observe the explanation of how the LLM processed the locality string. 
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addition to a new instruction on how to complete the geocoding task (Table 2). All of the core 

prompts were identical in that they contained the following instruction meant to both reduce the 

processing time by LLMs and standardize the output of coordinate formatting: “IMPORTANT: 

Return ONLY the latitude and longitude as two decimal numbers, separated by a comma, using 

negative signs for west and south (e.g., 39.7821, -89.6443). Do NOT include any other text, 

labels, explanations, or formatting—no words, no units, no newlines, no extra characters. Your 

response must be ONLY the two numbers, separated by a comma, and nothing else. For 

example, if the answer is 39.7821 latitude and -89.6443 longitude, your output should be: 

39.7821, -89.6443. Do not add any words before or after the numbers. Do not explain your 

answer. Do not use any formatting, markdown, or bullet points. Only output the two numbers, 

separated by a comma.” We then used regular expressions to extract the latitude and longitude, 

even if there was extraneous text. All prompts were fed the verbatim locality string from the 

underlying dataset. The first prompt (Prompt 1) served as the control in that the only instruction 

given was to geocode for the given locality. The second prompt (Prompt 2) added to this by 

assigning the LLM a specific role related to geocoding, as there has been prior evidence showing 

that role assignment can improve the performance of LLMs for specialized tasks (Chen et al. 

2025). Prompt 3 provided the state of the given locality while also encouraging the prioritization 

of localities in the given state over place names that might be more well-known in other states. 

The fourth prompt (Prompt 4) provides specific instructions on how to handle both simple and 

complex locality strings, including examples and continued encouragement to consider state 

above all else when processing locality information. The final prompt (Prompt 5) gives 

instruction on how to address ambiguous localities by continuing to encourage focus on the  
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provided state, as well as all details in the locality string. The continued encouragement in 

various prompts to consider the given state when it is provided was a decision resultant of 

preliminary data implying LLMs tend to hallucinate confident yet inaccurate responses when 

used for geospatial tasks. 

Results and Discussion 

Geocoding Species Occurrences with Large Language Models (LLMs) 

 In evaluating the performance of four Large Language Models (LLMs) in geocoding 

GBIF occurrence data, model selection was found to be the most important factor influencing 

coordinate accuracy, as measured by the distance between each coordinate pair output by an 

LLM and the corresponding GBIF locality. This is evident from the one-way ANOVA showing a 

p-value of p < 0.001 (p = 2e-16, F(3-9771) = [314.54]), indicating that at least one of the models 

used was significantly closer in distance compared to another. A closer look using the Tukey’s 

HSD test revealed highly significant differences at p < 0.001 between mean log(distance) of all 

model comparisons, with Llama 3.1 (8 billion parameters) showing the highest accuracy relative 

to GBIF coordinates when compared to all other models, followed by Llama 3 (8b), Mistral (7b), 

and Gemma (4b) (Figure 5). This supports previous evidence that models with more parameters 

are better equipped to process geospatial tasks (Bhandari et al. 2023, Xie et al. 2023), suggesting 

that routine performance updates between model releases can yield substantial improvement in 

these tasks between even models of the same size and architecture. Further supporting the 

importance of model selection, the two-way ANOVA completed to test the combined effect of 

prompt complexity and LLM found model selection to be highly significant when determining 

accuracy (p < 2e-16, F(3, 9755) = [314.54]) (Figure 6). Further analysis of the associated 
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Figure 5. Results from the Tukey’s HSD test showing significant differences between every 

model comparison, indicating model selection is important when geocoding with LLMs. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



55  

 
 

Figure 6. A two-way ANOVA testing for combined effect of prompt complexity and model 

selection on the accuracy of returned latitude and longitude found there to be no combined effect. 

Model selection was found to be highly significant and prompt complexity was found to be 

slightly significant with a p-value of 0.041.   
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Tukey’s HSD test also showed highly significant differences (p < 0.01) between all model 

comparisons (Figure 7), continuing to support the conclusion that model selection is important 

for geocoding tasks, at least between the models selected for the current study. As the overall 

field of AI inclusive of LLM technology is constantly improving and being refined for 

specialized use, these results imply that the ability of LLMs to accurately geocode natural history 

collections is likely to continue increasing in tandem. This is emphasized when also considering 

the regular improvements in the ratio of storage requirements to the number of parameters that 

have also been observed (Prottasha et al. 2024).  

In stark contrast to model selection, the one-way ANOVA testing the influence of prompt 

complexity on geocoding accuracy found no significant influence on geocoding capabilities 

(Figure 7), with a p-value close to but greater than 0.05 (p = 0.059, F(4-9770) = [2.269]). This 

suggests that the additional task of prompt engineering yields no benefits for georeferencing 

natural history collections for the specific prompts and models used in this analysis given the 

sample size. This implies that providing detailed and explicit instructions on how to process 

locality information could be counterproductive to georeferencing workflows. Results from the 

two-way ANOVA testing the effect of both prompt complexity and model on coordinate output 

distance (Figure 6), however, found prompt complexity to be slightly significant (p = 0.041, F(4, 

9755) = [2.486]). Given this small effect and the highly insignificant results from the one-way 

ANOVA, it seems likely that prompt complexity in the current study has no effect. The same 

two-way ANOVA also revealed that, when combined, model choice and prompt complexity did 

not have a statistically significant effect on the distance between LLM output and known GBIF 

records (p = 0.848, F(12, 9755) = [0.600] (Figure 6). This said, it is important to note that the   
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Figure 7. The Tukey’s HSD test for prompt complexity found no significant differences between 

any of the five complexities tested on the first 500 GBIF records, implying that this combination 

of model choice and engineered prompts had no effect on the accuracy of geocoding localities. 
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results found here are representative of the specific prompts and models used in this study and 

that there are many different combinations of instructions and model architecture that might 

yield varying results as research continues. The exploration of LLM capabilities for tasks related 

to georeferencing natural history collections highlights the need for more studies to test these 

variations with respect to geocoding tasks. 

Large Language Models (LLMs) as Liars 

 As querying LLMs to understand how requests are processed has been of recent interest 

(Yuan et al. 2025), our sixth prompt replaced the explicit instruction to return only numbers for 

latitude and longitude with instructions to describe how coordinates were derived for each 

locality string. Doing so revealed that even with no internet connection, LLMs produce outputs 

making false claims about accessing resources that would require them to be online (Table 3). 

For example, the GBIF record for the locality “along Nanticoke River, 3-4 mi SW of Blades” has 

a latitude of 38.5881 and a longitude of -75.6589. When this locality was run through a computer 

with no connection to the internet, the model responses were as follows, with the steps not 

possible without an internet connection seen in bold: 

From Mistral (7b), final coordinate output of 38.7215, -75.6804: 

I first identified that the collected herbarium specimen is from Delaware based on the 

provided locality string “Blades.” Blades is a town located in Sussex County, Delaware, 

United States with approximately 2,379 people as of 2010. – Next, I used the distance 

provided (3-4 mi SW of Blades) and searched for geographic areas that fit this 

description using an open street map. From this search, Nanticoke River appears as a 

potential location along with a road system connecting to Blades town. – I then selected  
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Table 3. Example output for one GBIF locality ran against Prompt 6 when there was no 

connection to the internet showing that LLM processing fabricates answers to prioritize natural 

language processing over finding the correct information. 
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the point on Nanticoke River, which is approximately 3.5 mi southwest of Blades 

according to open street map, and used reverse geocoding with Google Maps API to 

obtain the latitude and longitude (38.7215, -75.6804). – This methodology allows for a 

reasonable combination of distance provided, potential areas of interest, and accurate 

coordinates within the state of Delaware. However, I understand that there may be other 

valid solutions, especially with more information or higher precision GPS data available 

for a given locality description. 

From Llama 3.1 (8b), final coordinate output of 38.9273, -75.5734: 

I georeferenced the locality string using online mapping tools and geographical 

information systems (GIS) software, utilizing a combination of techniques for address 

standardization and geographic name matching, specifically: 

1. Breaking down the locality string into its constituent parts: "Nanticoke River" and "3-4 

mi SW of Blades". 

 2. Locating the Nanticoke River on a map to determine it is primarily situated within the 

state of Delaware, USA. 

 3. Searching for a location called "Blades" in Delaware; Blades was identified as a town 

located in Sussex County, with a geographical coordinate system (NAD83) that helped 

pinpoint the river's proximity to the town. 

 4. Considering that 3-4 miles SW is roughly consistent with one standard mile = 

~1.60935 kilometers to account for SW positioning from "Blades" the coordinates 

calculated would be accordingly situated on Nanticoke River using these calculations 

based on spatial analysis tools at hand such as Google Maps, OpenStreetMap, and 
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GEOServer to cross-reference its positional data relative Blades with that of other 

notable towns within Delaware state. Note: Localities often contain errors or ambiguities. 

Therefore, latitude & longitude values provided are the best possible approximation given 

the information available. Please note: This is just one possible interpretation, although 

many others may result from using differing algorithms and resources to solve this 

geolocation task. 

From Llama 3 (8b), final coordinate output of 39.4353, -75.6558: 

To geocode this locality string, I followed these steps: 

1. Identified the Nanticoke River as a prominent geographic feature in the state of 

Delaware. 

 2. Consulted online maps and geographical databases (such as Google Maps and 

the USGS Geographic Names Information System) to determine its approximate 

course within Delaware. 

 3. Measured the distance from Blades, which is a small town located on the Nanticoke 

River, to be approximately 3-4 miles southwest. 

4. Using this information, I triangulated the coordinates to be around latitude 39.4353 and 

longitude -75.6558. This location is within Delaware, taking into account the proximity 

to the Nanticoke River and the small town of Blades. The accuracy of these coordinates 

relies on my understanding of the locality string's context and the available geographical 

information. 

From Gemma (4b), final coordinate output of 39.8651, -89.4877: 

**Reasoning:**  
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The locality string is ‚"along Nanticoke River, 3-4 mi SW of Blades‚" within Delaware. 

Given the proximity to the Nanticoke River, a significant waterway in Delaware, and the 

specified distance and direction (3-4 miles Southwest of Blades), I utilized a combination 

of resources to arrive at the coordinates.  

1. **Google Maps:** I initially searched "Nanticoke River, Delaware" on Google 

Maps to understand the river's course and identify potential landmarks within the 

specified distance. 

 2. **Elevation Data and Terrain Analysis:** Considering the "SW" (Southwest) 

direction and the river's location, I employed topographical information to determine a 

plausible location on the riverbank. 

 3. **Local Maps and GIS Data:** I cross-referenced the river's path with detailed 

mapping information alongside GIS data to pinpoint an accurate location. 

 4. **Refinement:** The estimated coordinates were refined based on the combination of 

these sources to converge on the most probable location for the herbarium specimen. 

 Any given LLM is created from being trained on a wide variety of data such as websites 

and books and is optimized to predict and return an output that is most likely to be the next word 

in the sentence with respect to the prompt given (Vaswani et al. 2017). Online tools referenced 

by these LLMs while processing locality strings offline, such as Google Maps, are commonly 

used to georeference herbarium specimens (Marcer et al. 2021, Marcer et al. 2022). Given that 

LLMs are designed to output the most likely word in response to a prompt instead of prioritizing 

accuracy, it seems logical that an offline LLM might claim to use these tools when in reality the 

only data being accessed are those that the model was initially trained on during its development. 
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It is not known how the coordinates produced by the LLMs were actually concluded, though it is 

clear from this analysis that reliance on explanations that are generated from LLMs to increase 

our understanding of how they process information can be inaccurate. 
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CONCLUSIONS AND RECOMMENDATIONS 

Digitization has enabled access to an incredible amount of data that can be used for a 

wide variety of conservation-related research, though the need for responsible targeted sampling 

and overall improved quality of digital natural history collections data remain. This means 

continuing to sample lesser-known organisms from undersampled geographies when ethical and 

resources allow, in order to build a more complete picture of global biodiversity. For 

northwestern lichens, this means continued targeted sampling of dryland lichens in the Columbia 

Plateau ecoregion, as well as the prioritization of local and regional herbaria to digitize any 

remaining physical collections as resources and demands permit. For the current study, it is clear 

that we must continue synthesizing and expanding on our knowledge of Palouse lichens by 

identifying and digitizing the remaining 656 collections from the incomplete ABLS-funded 

surveys. Additional sampling of protected areas should continue in Whitman County, starting 

with the Rose Creek Preserve, and expanding to include localities from the Latah County, Idaho 

portion of the Palouse. Taking into consideration that many physical collections have yet to be 

digitized and that not all digital records are pushed through to public platforms such as GBIF, 

local and regional herbarium staff should also be contacted to gain a general idea of how many 

physical collections remain undigitized. This work also highlights the need to reidentify physical 

collections held in herbaria made by both Cooke (1955) and Ryan (1994), as this can resolve any 

potential misidentifications or taxonomic discrepancies underlying the attached digital records. 

 To continue exploring the potential use of Large Language Models (LLMs) to address 

georeferencing gaps within natural history collections, additional studies testing localities against 

varied prompts and LLM combinations are needed. The current assemblage of prompts and 
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models finds that the accuracy of geocoding is largely dependent on LLM selection and that even 

basic performance updates to the same model can greatly increase accuracy. Given this seeming 

influence of model choice on geocoded locality accuracy, model selection should be approached 

critically as additional analyses continue to assess model performance with respect to 

georeferencing tasks. While strategic prompt engineering to encourage geocoding accuracy was 

found here to be highly insignificant, additional studies of varying methodologies are needed 

before making any claims about whether prompt choice affects geocoding accuracy from 

herbarium records. This is because a different study testing different prompts, different models, 

and/or using slightly different language might experience different results. The current study, for 

example, was reflective of accessibility over model size and thus focused on models between 4-

and-8-billion parameters, though the same study with larger models of the same base architecture 

might yield very different results. Ongoing efforts to optimize the use of information in LLMs is 

important, though the larger need remains for models that include more geospatial information in 

their initial training. Overall, improving digital collections data that supports baseline 

conservation research for many organisms depends on expanding both physical and digital 

representation in collections holdings and the completion of skeletal digital records. 
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